Ref 

# 


Hits 


Search Query 


DBs 


Default 
Operator 


Plurals 


Time Stamp 


LI 


2 


rosenmund-christian.in. 


US-PGPUB; 
USPAT; 
EPO; JPO; 
DERWENT 


OR 


ON 


2004/12/30 13:27 


L2 


1 


russo-sebastian.in. 


US-PGPUB; 
USPAT; 
EPO; JPO; 
DERWENT 


OR 


ON 


2004/12/30 13:27 


L3 


1 


neuman-menahem.in. 


US-PGPUB; 
USPAT; 
EPO; JPO; 
DERWENT 


OR 


ON 


2004/12/30 13:28 


L4 


1731 


ampa same receptor 


US-PGPUB; 
USPAT; 
EPO; JPO; 
DERWENT 


OR 


ON 


2004/12/30 13:28 


L5 


1 


ampa same receptor same leucine 
same mutation 


US-:PGPUB; 
USPAT; 
EPO; JPO; 
DERWENT 


OR 


ON 


2004/12/30 13:28 



Search History 12/30/04 1:28:38 PM Page 1 
C:\APPS\EAST\Workspaces\09807499.wsp 



09807499 Results 



SEQ ID NO: 17 

SUMMARIES 

% 

Result Query 



NO. 


Score 


Match 


Length DB 


ID 


Description 


1 


2682 


99 


.9 


2685 


6 


AX025134 


AX025134 Sequence 


2 


2682 


99 


.9 


3128 


6 


AX658316 


AX658316 Sequence 


3 


2682 


99 


.9 


3128 


9 


HSGLURC 


X82068 H. sapiens m 


4 


2678.8 


99 


.8 


2989 


6 


A46060 


A46060 Sequence 11 


5 


2678.8 


99 


.8 


2989 


6 


AK010044 


AR010044 Sequence 


6 


2677.2 


99 


.7 


2747 


9 


HSU10302 


U10302 Human glut a 


7 


2677.2 


99 


. 7 


2761 


6 


AR212998 


AR212998 Sequence 


8 


2677.2 


99 


.7 


2761 


6 


AR217162 


AR217162 Sequence 


9 


2664.6 


99 


.2 


2934 


6 


CQ714225 


CQ714225 Sequence 


10 


2627.6 


97 


.9 


2989 


6 


A46058 


A4 6058 Sequence 9 


11 


2627.6 


97 


.9 


2989 


6 


AR010043 


AR010043 Sequence 


12 


2626 


97 


.8 


3056 


6 


AR270847 


AR270847 Sequence 


13 


2626 


97 


.8 


3056 


9 


HSU10301 


U10301 Human gluta 


14 


2626 


97 


.8 


3070 


6 


AR212999 


AR212999 Sequence 


Result 




% 

Query 










No. 


Score 


Match 


Length 


DB 


ID 


Description 


1 


2678.8 


99 


.8 


2989 


2 


AAT02800 


Aat02800 Human glu 


2 


2677.2 


99 


.7 


2761 


2 


AAQ54118 


Aaq54118 Human Glu 


3 


2653.4 


98 


.8 


3283 


5 


AAS74828 


Aas74828 DNA encod 


4 


2627.6 


97 


.9 


2989 


2 


AAT02799 


Aat02799 Human glu 


5 


2626 


97 


.8 


3056 


10 


ACA56812 


Aca56812 Human sig 


6 


2626 


97 


.8 


3056 


12 


ADI56608 


Adi56608 Human pol 


7 


2621.2 


97 


.6 


3070 


2 


AAQ62694 


Aaq62694 Human Glu 


8 


2443.8 


91, 


.0 


3083 


2 


AAQ11851 


Aaqll851 Glutamate 


9 


1330.2 


49 


.5 


3041 


2 


AAQ11852 


Aaqll852 Glutamate 


10 


1319.2 


49 


.1 


4144 


9 


ACH03901 


Ach03901 Human cDN 


11 


1316 


49 


.0 


3072- 


4 


AAH57547 


Aah57547 Human bra 


12 


1314.8 


49 


.0 


2955 


2 


AAT02798 


Aat02798 Human glu 


13 


1309.6 


48 


.8 


3981 


2 


AAQ70101 


Aaq70101 AMPA-bind 


14 


1286 


47 


.9 


3505 


2 


AAQ11850 


Aaqll850 Glutamate 


15 


1279.6 


47 , 


.7 


3407 


2 


AAQ91230 


Aaq91230 Human Glu. 


16 


1279.6 


47, 


.7 


3407 


4 


AAC62036 


Aac62036 cDNA enco 


17 


1278 


47, 


.6 


2955 


2 


AAT02797 


Aat02797 Human glu 


18 


1278 


47, 


.6 


3407 


2 


AAQ54117 


Aaq54117, Human Glu 


19 


1278 


47, 


.6 


3407 


4 


AAC62039 


Aac62039 cDNA enco 


20 


1276 . 4 


47, 


.5 


3331 


8 


ACC50172 


Acc50172 Breast ca 


21 


1276.4 


47, 


.5 


3331 


10 


ADD18641 


Addl8641 Human dis 


22 


1276.4 


47 , 


,5 


3331 


12 


ADN05788 


Adn05788 Antipsori 


23 


1270 . 8 


47, 


,3 


2649 


2 


AAQ51026 


Aaq51026 Human glu 


24 


1269.8 


47. 


3 


2796 


6 


ABL57908 


Abl57908 Human tra 


25 


1242.6 


46. 


.3 


5587 


12 


ADQ25097 


Adq25097 Human sof 


26 


1168 


43. 


.5 


2718 


2 


AAQ51025 


Aaq51025 Human glu 


27 


1166.4 


43. 


4 


2946 


2 


AAT02796 


Aat02796 Human glu 


28 


1163.2 


43. 


,3 


2929 


4 


AAS14692 


Aasl4692 Human cDN 


29 


1146.2 


42. 


,7 


2752 


5 


AAS06006 


Aas06006 Angiotens 


30 


1144.4 


42. 


6 


2992 


2 


AAQ11849 


Aaqll84 9 Glutamate 


31 


1136 


42. 


.3 


2911 


2 


AAT02795 


Aat02795 Human glu 














SUMMARIES 




Result 




Query 










No. 


Score 


Match 


Length DB 


ID 


Description 


1 


2678.8 


99. 


8 


2989 


1 


US-08-687-379-11 


Sequence 11, Appl 


2 


2677.2 


99. 


.7 


2761 


4 


US-08-257-029-1 


Sequence 1, Appli 


3 


2677.2 


99. 


7 


2761 


4 


US-08-896-063-1 


Sequence 1, Appli 


4 


2627.6 


97. 


9 


2989 


1 


US-08-687-379-9 


Sequence 9, Appli 



5 


2626 


97. 


.8 


3056 


4 


US- 


•09 


-016 


-434-1410 


Sequence 


1410, Ap 


6 


2626 


97. 


.8 


3070 


4 


us- 


■08 


-257 


-029-3 


Sequence 


3, 


Appli 


7 


2626 


97, 


.8 


3070 


4 


us- 


•08 


-896 


-063-3 


Sequence 


3, 


Appli 


8 


2448.6 


91, 


.2 


3083 


1 


us- 


07 


-718 


-575-5 


Sequence 


5, 


Appli 


9 


2448.6 


91. 


.2 


3083 


1 


us- 


•08 


-481 


-206-5 


Sequence 


5, 


Appli 


10 


2448.6 


91. 


.2 


3083 


2 


us- 


•08 


-486 


-269A-5 


Sequence 


5, 


Appli 


11 


1338 


49. 


.8 


2971 


1 


us- 


07 


-718 


-575-7 


Sequence 


7 , 


Appli 


12 


1338 


49. 


.8 


2971 


1 


us- 


08 


-481 


-206-7 


Sequence 


7, 


Appli 


13 


1338 


49. 


.8 


2971 


2 


us- 


08 


-486 


-269A-7 


Sequence 


7, 


Appli 


14 


1314 .8 


49, 


.0 


2955 


1 


us- 


08 


-687 


-379-7 


Sequence 


7 , 


Appli 


15 


1311.2 


48. 


.8 


3981 


1 


us- 


08 


-259 


-164-1 


Sequence 


1, 


Appli 


16 


1311.2 


48. 


.8 


3981 


3 


us- 


08 


-403 


-663-1 


Sequence 


1, 


Appli 


17 


1311.2 


48, 


.8 


3981 


3 


us- 


08 


-473 


-204-1 


Sequence 


1, 


Appli 



Result 



SUMMARIES 



% 

Query 



No. 


Score 


Match Length 


DB 


ID 


Description 




1 


2622, 


.4 


97 


.7 


2685 


9 


AY398940 


AY398940 


Homo sapi 


2 


2401 


89 


.4 


2683 


9 


AY398942 


AY398942 


Mus 


muscu 


3 


2318, 


.4 


86 


.3 


5188 


3 


BC076584 


BC076584 


MUS 


muscu 


4 


1974, 


.2 


73 


.5 


2273 


9 


AY398941 


AY398941 


Pan 


trogl 


5 


1338, 


.6 


49 


.9 


3092 


3 


AK031568 


AK031568 


Mus 


muscu 


6 


1123. 


.6 


41 , 


.8 


3310 


3 


AK049958 


AK049958 


Mus 


muscu 


7 


1110 


41 , 


.3 


3679 


3 


BC066193 


BC066193 


Mus 


muscu 


8 


1041. 


.8 


38 


.8 


3463 


3 


AK046861 


AK046861 


Mus 


muscu 


9 


1041, 


.8 


38 


.8 


3465 


3 


AK043490 


AK043490 


Mus 


muscu 


10 


1040, 


.2 


38 


.7 


3506 


3 


AK014389 


AK014389 


Mus 


muscu 


11 


1038. 


.6 


38 


.7 


3436 


3 


AK044574 


AK044574 


Mus 


muscu 


12 


1001, 


.4 


37 


.3 


1899 


9 


AY419985 


AY419985 


Homo sapi 


13 


1001, 


.4 


37 


.3 


1899 


9 


AY419987 


AY419987 


Mus 


muscu 


14 


738, 


.4 


27 


.5 


2720 


3 


AK086614 


AK086614 


Mus 


muscu 


15 


730, 


.2 


27 


.2 


1899 


9 


AY419986 


AY419986 


Pan 


trogl 


16 


700, 


.4 


26 


.1 


824 


6 


CB245672 


CB245672 


UI-M-FY0- 


17 


683, 


.6 


25 


.5 


768 


6 


CA324281 


CA324281 


UT-M-FY0- 


18 


636, 


.2 


23 


.7 


884 


5 


BU115499 


BU115499 


603139749 


19 


634, 


.4 


23 


.6 


704 


6 


CD804566 


CD804566 


UI-M-GV0 



SEQ ID NO : 7 



SUMMARIES 



Result 



% 

Query 



No. 


Score 


Match Length DB 


ID 


1 


4639 


99, 


.4 


888 


2 


AAR84917 


2 


4633 


99, 


.3 


888 


2 


AAR45142 


3 


4598 


98, 


.5 


888 


2 


AAR11991 


4 


4590 


98, 


.3 


888 


2 


AAR84916 


5 


4576 


98. 


.0 


888 


2 


AAR45143 


6 


4228 


90, 


.6 


842 


4 


ABG10641 


7 


3564 


76, 


.3 


931 


5 


ABB76919 


8 


3410.5 


73, 


.1 


883 


2 


AAR11990 


9 


3406.5 


73, 


.0 


902 


2 


AAR11992 


10 


3399.5 


72, 


.8 


883 


2 


AAR84915 


11 


3398.5 


72, 


.8 


902 


2 


AAR48951 


12 


3360.5 


72 , 


.0 


883 


2 


AAR75882 


13 


3360.5 


72, 


.0 


883 


4 


AAB19495 


14 


3357.5 


71, 


.9 


883 


2 


AAR84914 


15 


3356.5 


71, 


.9 


883 


2 


AAR45141 



Description 



Aar84917 
Aar45142 
Aarll991 
Aar84916 
Aar45143 
Abgl0641 
Abb76919 
Aarll990 
Aarll992 
Aar84915 
Aar48951 
Aar75882 
Aabl94 95 
Aar84914 
Aar4 5141 



Human glu 
Human Glu 
Glutamate 
Human glu 
Human Glu 
Novel hum 
Human tra 
Glutamate 
Glutamate 
Human glu 
AMPA-bind 
Human Glu 
A human u 
Human glu 
Human Glu 



Result 



Query 



No. 


Score 


Match Length DB 


ID 








Description 


1 


4639 


99.4 


888 1 


US- 


08-687 


-379 


-12 


Sequence 12, Appl 


2 


4633 


99.3 


888 4 


US- 


08-257 


-029 


-2 


Sequence 2, Appli 


3 


4633 


99.3 


888 4 


US- 


08-896 


-063 


-2 


Sequence 2, Appli 


4 


4610 


98.8 


888 1 


us- 


07-718 


-575 


-6 


Sequence 6, Appli 



5 


4610 


98. 


.8 


888 


1 


US-08-481- 


206-6 


Sequence 


6, Appli 


6 


4610 


98. 


.8 


888 


2 


US-08-486- 


269A-6 


Sequence 


6, Appli 


7 


4590 


98. 


.3 


888 


1 


US-08-687- 


379-10 


Sequence 


10, Appl 


o 
o 


A C Q A 


Q Q 




APR 




UOUO ^ J / 


029-4 




4, Appli 


9 


4584 


98. 


.2 


888 


4 


US-08-896- 


063-4 


Sequence 


4, Appli 


10 


3410.5 


73. 


.1 


883 


1 


US-07-718- 


575-4 


Sequence 


4, Appli 


XX 




/ J 




883 




US-08-481- 


206-4 




4 , Appli 


12 


3410.5 


73 


.1 


883 


2 


US -08-486- 


269A-4 


Sequence 


4, Appli 


13 


3406.5 


73 


.0 


902 


1 


US-07-718- 


575-8 


Sequence 


8, Appli 


1 A 


lAf\C c 
J*tUO . 3 


73 


.0 


902 


1 


US-08-481- 


206-8 


Sequence 


8, Appli 














SUMMARIES 






Result 




Query- 














No. 


Score 


Match Length DB 


ID 




Description 


1 


4668 


100 


.0 


894 


2 


S49460 




glutamate 


receptor 


2 


4662 


99 


.9 


894 


2 


S53696 




glutamate 


receptor 


3 


4623 


99 


.0 


888 


2 


C40170 




glutamate 


receptor 


4 


4613 


98 


.8 


894 


. 2 


S50128 




glutamate 


receptor 


5 


3604.5 


77 


.2 


884 


2 


A44839 




glutamate 


receptor 


6 


3480.5 


74 


.6 


902 


2 


D40170 




glutamate 


receptor 


7 


3391 


72 


.6 


883 


2 


S47031 




glutamate 


receptor 


8 


3378.5 


72 


.4 


921 


2 


149695 




glutamate 


receptor 


9 


3359.5 


72 


.0 


883 


2 


S13677 




glutamate 


receptor 


10 


3348.5 


71 


.7 


883 


2 


158181 




glutamate 


receptor 


11 


3254 .5 


69 


.7 


939 


2 


149696 




glutamate 


receptor 


12 


3129 


67 


.0 


906 


2 


S25852 




glutamate 


receptor 


13 


3125 


66 


.9 


906 


2 


A40222 




glutamate 


receptor 


14 


3121 


66 


.9 


906 


2 


S38723 




glutamate 


receptor 



RESULT 1 
S49460 

glutamate receptor chain GluRC - human 
C; Species: Homo sapiens (man) 

C;Date: 20 -Feb- 1995 #sequence_revision 20 -Feb- 1995 #text_change 09 -Jul -2004 

C;Accession: S49460 

R;Mclaughlin, D.P.; Kerwin, R.W. 

submitted to the EMBL Data Library, October 1994 

A; Reference number: S4 9460 

A;Accession: S49460 

A; Status : preliminary 

A; Molecule type: mRNA 

A; Residues: 1-894 <MCL> 

A; Cross-references : UNIPROT : P42263 ; EMBL:X82068; NID:g558587; PIDN : CAA57567 . 1 ; 
PID:g558588 

C;Superfamily: glutamate receptor; glutamate receptor homology 

C; Keywords: neurotransmitter receptor 

F; 427-857/Domain: glutamate receptor homology <GRH> 

Query Match 100.0%; Score 4668; DB 2; Length 894; 

Best Local Similarity 100.0%; Pred. No. 0; 

Matches 894; Conservative 0; Mismatches 0; Indels 0; Gaps 0; 



Qy 


i 


MARQKKMGQSVLRAVFFLVIiGLI^HSHGGFPNTISIGGLFMRNTVQEHSAFRFAVQLYNT 


60 






MM II MINIMI II II II II II II II II III II II Mil II II II llllllllllll 




Db 


i 


MARQKKMGQSVLRAVFFLVLGLLGHSHGGFPNTISIGGLFMRNTVQEHSAFRFAVQLYNT 


60 


Qy 


61 


NQNTTEKPFHIjNYHVIJHIJDSSNSFSVTNAFCSQFSRGVYAIFGFYDQMSMNTLTSFCGAL 


120 






1 II 1 1 1 MINI 1 IMMI IMM 1 1 MI11M II 1 1 1 IMMI 1 1 M II 1 1 M 1 Ml II 




Db 


61 


NQNTTEKPFHLNYHVDHLDSSNS FSVTNAFCSQFSRGVYAI FGFYDQMSMNTLTSFCGAL 


120 


Qy 


121 


HTS FVTPSFPTDADVQFVIQMRPALKGAI LSLLGHYKWEKFVYLYDTERGFS I LQAIMEA 


180 






III II 1 1 II MM II II II II Mil lllllllllll II llll II II Mil 1 1 llllllll 




Db 


121 


HTS FVT PS F PTDADVQFVI QMRPALKGAI LSLLGHYKWEKFVYLYDTERGFS I LQAIMEA 


180 


Qy 


181 


AVQNNWQVTARSVGNIKDVQEFRRIIEEMDRRQEKRYLIDCEVERINTILEQWILGKHS 


240 



1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 



Db 


181 


AVQNNWQVTARSVGNIKDVQEFRRIIEEMDRRQEKRYLIDCEVERINTILEQVVILGKHS 


240 


Qy 


241 


RGYHYMLANLGFTD I LLERVMHGGANI TGFQI VNNENPMVQQFI QRWVRLDERE FPEAKN 


300 




illl Mill II II II II II Nil MM 1! II 1 1 MM 1 II II II II Mill III 1 1 MM 




Db 


241 


RGYHYMLANLGFTDILLERVMHGGANITGFQIVNNE^PMVQQFIQRWVRLDEREFPEIAKN 


300 


Qy 


301 


APLKYTSALTHDAILVIAEAFRYLRRQRVDVSRRGSAGDCLANPAVPWSQGIDIERALKM 


360 




II 1 1 1 II 1 1 1 1 1 1 1 1 II 1 1 III Illl 1 1 1 II 1 II II 1 1 II II 1 1 II III II III 1 II Ml 




Db 


301 


APLKYTSALTHDAILVIAEAFRYLRRQRVDVSRRGSAGDCLANPAVPWSQGIDIERALKM 


360 


Qy 


361 


VQVQGMTGNIQFDTYGRRTNYTIDVYEMKVSGSRKAGYWNEYERFVPFSDQQISNDSASS 


420 






Ml 1 1 II 1 1 II 1 1 1 1 II 1 III 1 1 III 1 1 1 1 1 1 MM II II II 1 1 II 1 1 1 II 1 M 1 1 1 III 




Db 


361 


VQVQGMTGNIQFDTYGRRTNYT I DVYEMKVSGSRKAGYWNEYERFVPFSDQQI SNDS AS S 


420 


Qy 


421 


ENRT I WTT I LES P YVMYKKNHEQLEGNERYEGYCVDLAYE I AKHVRI KYKLS I VGDGKY 


480 






1 II 1 Mill MM II II 1 1 III MM II 1 1 II llllll II Illl II II III III 1 MM 1 




Db 


421 


ENRT I VVTT I LESPYVMYKKNHEQLEGNERYEGYCVDLAYE I AKHVRI KYKLS I VGDGKY 


480 


Qy 


481 


GARDPETKIWNGMVGELVYGRADIAVAPLTITLVREEVIDFSKPFMSLGISIMIKKPQKS 


540 






1 II 1 Ml 1 1 III 1 II 1 II Illl II II II 1 1 II II II II II II II 1 1 M II 1 II 1 1 II III 




Db 


481 


GARD PETKI WNGMVGELVYGRADI AVAPLT I TLVREEVID FS KPFMS LG I S I M I KKPQKS 


540 


Qy 


541 


KPGVFSFLDPLAYEIWMCIVFAYIGVSVVLFLVSRFSPYEWHLEDNNEEPRDPQSPPDPP 


600 






1 1 1 II 1 1 1 M II MM 1 1 1 II II 1 1 1 II 1 1 1 1 II 1 1 II II 1 1 1 1 1 1 1 II 1 II 1 III 1 1 1 1 




Db 


541 


KPGVFSFLDPLAYEIWMCIVFAYIGVSWLFLVSRFSPYEWHLEDNNEEPRDPQSPPDPP 


600 


Qy 


601 


NE FG I FN S LWF S LG AFMQQG CD ISPRSLSGRI VGG VWW FFTLIIISS YT ANLAAF LTVE R 


660 






1 II 1 II II II II II II 1 1 MIMMIMM II II II IMIMI II llllllll II 1 1 III 




Db 


601 


NEFGIFNSLWFS LGAFMQQG CDISPRSLSGRI VGG VWW FFTLIIISS YT ANLAAF LTVE R 


660 


Qy 


661 


MVS PI ESAEDLAKQTE IAYGTLDSGSTKEFFRRSKI AVYEKMWS YMKSAEPSVFTKTTAD 


720 






1 II 1 II II II II II II 1 1 lllllllll III II II II IMIMI II Illl MM II 1 1 III 




Db 


661 


MVS PI ESAEDLAKQTE IAYGTLDSGSTKEFFRRSKI AVYEKMWS YMKSAEPSVFTKTTAD 


720 


Qy 


721 


GVARVRKSKGKFAFLLESTMNEYIEQRKPCDTMKVGGNLDSKGYGVATPKGSALGNAVNL 


780 






1 II III II II II II II 1 1 III Illl II III II II II IMIMI II II MM MM 1 MM 




Db 


721 


GVARVRKSKGKFAFLLESTMNEYIEQRKPCDTMKVGGNLDSKGYGVATPKGSALGNAVNL 


780 


Qy 


781 


AVLKLNEQGLII3KLKNKWWYDKGECGSGGGDSKDKTSALSLSNVAGVFYILVGGLGLAMM 


840 






1 II Ml II II II II Ml MM II II II III M II II Illl III II II llllllll 1 MM 




Db 


781 


AVLKLNEQGLLDKLKNKWWYDKGECGSGGGDSKDKTSALSLSNVAGVFYILVGGLGLAMM 


840 


Qy 


841 


VALIEFCYKSRAESKRMKLTKNTQNFKPAPATNTQNYATYREGYNVYGTESVKI 894 








III 1 II II II II II III 1 1 II II II Mill 1 1 Illl IMIMI II Mil Illl 1 




Db 


841 


VAL I E F C YKS RAE S KRMKLT KNTQNFKPAP ATNTQNYAT YREG YNVYGTES VK I 894 





SUMMARIES 

% 



Result 

NO. 


Score 


Query 

Match Length DB 


ID 


Description 


1 


4662 


99, 


.9 


894 


1 


GLR3_HUMAN 


P42263 homo sapien 


2 


4657 


99. 


.8 


894 


2 


Q9P0H1 


Q9p0hl homo sapien 


3 


4623 


99. 


.0 


888 


1 


GLR3_RAT 


P194 92 rattus norv 


4 


4608 


98, 


.7 


894 


2 


Q9P0H2 


Q9p0h2 homo sapien 


5 


4577 


98, 


.1 


888 


2 


Q9Z2W9 


Q9z2w9 mus musculu 


6 


4463 


95, 


.6 


888 


2 


Q90857 


Q90857 gallus gall 


7 


4100.5 


87, 


.8 


883 


2 


Q71E60 


Q71e60 brachydanio 


8 


4100.5 


87, 


.8 


883 


2 


AAQ08959 


Aaq08959 brachydan 


9 


4095 


87. 


.7 


886 


2 


057421 


057421 oreochromis 


10 


4057 


86. 


,9 


886 


2 


057423 


057423 oreochromis 


11 


4001.5 


85. 


.7 


886 


2 


Q71E61 


Q71e61 brachydanio 


12 


4001.5 


85. 


.7 


886 


2 


AAQ08958 


Aaq08958 brachydan 


13 


3489.5 


74. 


.8 


902 


2 


Q90858 


Q90858 gallus gall 


15 


3475.5 


74 . 


,5 


902 


1 


GLR4_M0USE 


Q9z2w8 mus musculu 


16 


3418.5 


73. 


,2 


902 


2 


Q6P9M7 


Q6p9m7 mus musculu 


17 


3418.5 


73. 


,2 


902 


2 


AAH60697 


Aah60697 mus muscu 


18 


3415.5 


73. 


2 


883 


1 


GLR2_MOUSE 


P23819 mus musculu 


19 


3414.5 


73. 


,1 


883 


1 


GLR2 RAT 


P19491 rattus norv 



20 3404.5 72.9 858 2 Q8C0E4 Q8c0e4 mus musculu 

21 3403 72.9 904 2 Q71E58 Q71e58 brachydanio 

22 3403 72.9 904 2 AAQ08961 Aaq08961 brachydan 

23 34 02.5 72.9 883 1 GLR2_HUMAN P42262 homo sapien 



Connecting via Winsock to STN 



Welcome to STN International! Enter x:x 

LOGINID: sssptal649jxm 

PASSWORD: 

TERMINAL (ENTER 1, 2, 3, OR ? ) : 2 



* * 


* * 


* * 


★ * 


* Welcome to STN International ********** 


NEWS 


1 






Web Page URLs for STN Seminar Schedule - N. America 


NEWS 


2 






"Ask CAS" for self-help around the clock 


NEWS 


3 


SEP 


01 


New pricing for the Save Answers for SciFinder Wizard within 










STN Express with Discover! 


NEWS 


4 


OCT 


28 
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NEWS WWW CAS World Wide Web Site (general information) 



Enter NEWS followed by the item number or name to see news on that 
specific topic. 
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=> file medline biosis embase caplus 
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Copyright (c) 2004 The Thomson Corporation. 
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COPYRIGHT (C) 2004 Elsevier Inc. All rights reserved. 
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COPYRIGHT (C) 2004 AMERICAN CHEMICAL SOCIETY (ACS) 

=> s rosenmund christian/au 

LI 92 ROSENMUND CHRISTIAN/AU 

=> s russo Sebastian /au 

L2 3 RUSSO SEBASTIAN 

=> s neuman menahem /au 

L3 11 NEUMAN MENAHEM 

=> s ampa (s) recetpro (s) leucine (s) mutation 

L4 0 AMPA (S) RECETPRO (S) LEUCINE (S) MUTATION 

=> s ampa (s) receptor (s) leucine (s) mutation 

L5 9 AMPA (S) RECEPTOR (S) LEUCINE (S) MUTATION 

=> d 15 total ibib 
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